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STR? Markers (bps) Genetic Marker (bps)
o # & kR D8® | D11 | D13 | D14 | D15 | D18 | D19 | DX
- BAR B | g0 g ax® | Mit30 | Mits | Mit78 | Mitl4 | Mit22 | Mit64 | Mit19 | Mit21
BALB/cByJNarl (CBy) & MK F 0/4° | 0/4 | 0/4 | 0/4 | O/4 | O/4 | O/4 | O/4 N/A  N/A
CAN.Cg-Foxn1 ™/CriNarl (Nude) (£ #13] * nu/nu) B ML G F 0/4 | 0/4 | O/4 | O/4 | O/4 | O/4 | 0/4 | 0O/4 N/A  N/A
CAnN.Cg-Foxn1 ™ /CrJNarl (Nude) (& #14] : nu/+) % MR F 0/4 | 0/4 | O/4 | O/4 | O/4 | O/4 | 0/4 | 0/4 NA  NA
NOD.Cg-Prkdc “*/JNarl (NOD SCID) B MU F F 0/6 | 0/6 | 0/6 | 0/6 | 0/6 | O/6 | 0/6 | O/6 N/A  N/A
NOD.Cg-Prkdc ™ 112rg ™" /Narl (ASID) O L F 0/10 | 0/10 | 0/10 | 0/10 | 0/10 | 0/10 | 0/10 | 0/10 N/A  N/A
NOD.Cg-Prkdc ¥ 112rg *" ™" B2m “" " /Nar| (ASID-B2m) | #* 3% ¢ F 0/4 | O/4 | O/4 | O/4 | O/4 | O/4 | 0/4 | 0/4 N/A  N/A
C57BL/6JNarl (B6) SIS F 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 N/A  N/A
C57BL/6-Apoe “™™"/Narl (Apoe KO) R L F 0/4 | 0O/4 | 0/4 | O/4 | O/4 | O/4 | 0/4 | 0/4 N/A  N/A
CBA/CalNarl (CBA) SIS, F 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 NA  NA
C3H/HeNCrNarl (C3H) & MR F 0/8 | o/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8 N/A  N/A
BKS.Cg-Dock7 ™ +/+ Lepr °/JNarl (DB) (3 F14] : db/+) B ML F 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 | 0/12 0/12
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@ STR : Short Tandem Repeat. (%% = /F*J% : Mouse Genome Informatics http://www.informatics.jax.org/)

"D8Mit309 : % 7 % 8 B J K+ 1309 e

v H o e R
¢Foxnl ¢ 7 ¢ 145 % Primer i& {7 PCR #?] » 4 Primer NUB21 %ﬁ #] Mutation (Mut) £ 7] ;

dLepr 78 PCR%ﬁ/EJ' EELRLEFIFEREAS ZPCRAY » FRPM S HKET

®Dock7 : I 9 Lepr P o
f_: 47 ?“ﬂﬁﬁiﬁl)@ﬁ PCR A # -
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- Mut A 5] 0 7 2 #ck o7 WT A5 -

STR® Markers (bps) Genetic Marker (bps)
ps® | D11 | D13 | D14 | D15 | D18 | D19 | DX APOE Foxn1® | Prkdc iora | B2 LeprY | Dock7®

e Mit309| Mit5 | Mit78 | Mitl4 | Mit226| Mit64 | Mitl9 |Mit210 Mut | WT | SCID S5 oy | (m)
FVB/NJINarl (FVB) 94 | 186 | 210 | 248 | 186 | 152 | 116 | 124 A9 N/A  N/A A A A A A
BALB/cByJNarl (CBy) 94 | 186 | 210 | 248 | 186 | 172 | 116 | 124 N f 26| 122 A A A A
CANN.Cg-Foxn1"/CrJNarl (Nude) (& %13 : nu/nu) 94 186 210 248 186 172 116 124 A 296 | - 121 A A A A
CANN.Cg-Foxn1™/CriNarl (Nude) (& 13 : nu/+) 94 | 186 | 210 | 248 | 186 | 172 | 116 | 124 NN 296 | 296 | 121 p A A A
CB17/Icr-Prkdc*%/IcricoCrINarl (SCID) 94 186 210 248 186 172 116 124 A - | 296 91 A A A A
NOD.Cg-Prkdc=¢/JNarl (NOD SCID) 94 | 186 | 210 | 248 | 122 | 152 | 116 | 124 2 SR/ o1 | 344 | 309 A A
NOD.Cg-Prkdcs|12rgemNer!/Narl (ASID) 94 | 186 | 210 | 248 | 122 | 152 | 116 | 124 2 NSRS o1 | 568 | 309 A A
NOD.Cg-Prkdcs¢||2rgemiNariBomemiNarl/Nar| (ASID-B2m) | 94 | 186 | 210 | 248 | 122 | 152 | 116 | 124 2 NSRS o1 | 568 | 209 A A
C57BL/6JNarl (B6) 120 | 219 | 226 | 270 | 122 | 152 | 142 | 114 | 459 A N/A A A ) ) A
C57BL/6-Apoes™Na/Nar| (Apoe KO) 120 | 219 | 226 | 270 | 122 | 152 | 142 | 114 | 228 A N/A A A A A A
CBA/CalNarl (CBA) 120 | 219 | 226 | 270 | 186 | 172 | 116 | 124 A A N/A A A ) ) A
C3H/HeNCrNarl (C3H) 120 | 186 | 226 | 248 | 186 | 172 | 116 | 124 A A N/A A A ) ) A
BKS.Cg-Dock7™+/+ Lepr®®/INarl (DB) (# %1% : db/+) | 120 | 186 | 226 | 270 | 122 | 152 | 142 | 114 A NA NA  N/A NN 00 | 200

2 Primer NUBWB # i8] Wild Type (WT) £ %] o
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