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STRYMarkers (bps) Genetic Marker (bps)
. # & kR D8® | D11 | D13 | D14 | D15 | D18 | D19 | DX Prkdc
s : $4 4 4222 | Mit30 | Mit5 | Mit78 | Mit14 | Mit22 | Mit64 | Mit19 | Mit21 WT
BALB/cByJNarl (CBy) F o/g° | o/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8
CANN.Cg-Foxn1™/CrJNarl (Nude) (# #14] : nu/nu) F 0/3 | 0/3 | 0/3 | 0/3 | 0/3 | 0/3 |0/3 | 0/3
CAnN.Cg-Foxn1 ™ /CrINarl (Nude) (& F14] : nu/+) F 0/4 | 0/4 | O/4 | O/4 | O/4 | O/4 | 0/4 | 0/4
NOD.Cg-Prkdc **/JNarl (NOD SCID) F 0/5 | 0/5 | 0/5 | 05 | 0/5 | 0/5 | 0/5 | 0/5
NOD.Cg-Prkdc ™ 112rg ™" /Narl (ASID) F 0/2 | 0/2 | 0/2 | 0/2 | 0/2 | 0/2 | 0/2 | 0/2
NOD.Cg-Prkdc ™ 112rg *™N" Bom e™Nar Nar| (ASID-B2m) F 0/8 | o/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8
C57BL/6-Apoe *" " /Narl (Apoe KO) F 0/4 | 0/4 | O/4 | O/4 | O/4 | O/4 | O/4 | 0O/4
C3H/HeNCrNarl (C3H) F 0/10 | 0/10 | 0/10 | 0/10 | 0/10 | 0/10 | 0/10 | 0/10
BKS.Cg-Dock7 "™ +/+ Lepr ® /INarl (DB) (& %14 : db/+) F 0/8 | o/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8 | 0/8
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/ ps® | D11 | D13 | D14 | D15 | D18 | D19 | DX apop | Foxn® | Pride i2rg | B2m Lepr¥ | Dock7®
& Mit309| Mit5 | Mit78 | Mitl4 |Mit226| Mit64 | Mit19 |Mit210 Mut | WT | SCID @) | (m)
FVB/NINarl (FVB) 94 | 186 | 210 | 248 | 186 | 152 | 116 | 124 [RNPCARN/SEN/ MR A ONA N/A A
BALB/cByJNarl (CBy) 94 | 186 | 210 | 248 | 186 | 172 | 116 | 124 W f | 206 | 121 A NA  N/A 2
CANN.Cg-Foxn1™/CrINarl (Nude) (& 1] : nu/nu) 94 | 186 | 210 | 248 | 186 | 172 | 116 | 124 W 206 | - | 121 A NA  NIA .
CANN.Cg-Foxn1™/CriNarl (Nude) (i F13] © nu/+) 94 | 186 | 210 | 248 | 186 | 172 | 116 | 124 W 206 | 206 | 121 A NA N/A A
CBL7/lcr-Prkdc=/IcricoCrINarl (SCID) 94 | 186 | 210 | 248 | 186 | 172 | 116 | 124 W | 206 | o1 A N/A N/A A
NOD.Cg-Prkdc=/INarl (NOD SCID) 94 | 186 | 210 | 248 | 122 | 152 | 116 | 124 SRR’ o1 | 344 | 300 WYL A
NOD.Cg-Prkdcsl12rgemar/Narl (ASID) 94 | 186 | 210 | 248 | 122 | 152 | 116 | 124 SRV o | ses | 300 VA A
NOD.Cg-Prkdcsl12rgemNarBomeniner/Nar| (ASID-B2m) | 94 | 186 | 210 | 248 | 122 | 152 | 116 | 124 VSRS o1 | ses | 200 MVE A
C57BL/6INarl (B6) 120 | 219 | 226 | 270 | 122 | 152 | 142 | 114 | 450 MNZSEVZSRN A N/A  N/A A
C57BL/6-Apoes™r/Narl (Apoe KO) 120 | 219 | 226 | 270 | 122 | 152 | 142 | 114 | 228 MNZSEVZSRNE A N/A  N/A A
CBA/CaNarl (CBA) 120 | 219 | 226 | 270 | 186 | 172 | 116 | 124 A NA NA  N/A A N/A  N/A A
C3H/HeNCrNarl (C3H) 120 | 186 | 226 | 248 | 186 | 172 | 116 | 124 A NA NA  N/A A N/A  N/A A
BKS.Cg-Dock7™+/+ Lepr®/JNarl (DB) (& F17) : db/+) | 120 | 186 | 226 | 270 | 122 | 152 | 142 | 114 A NA  N/A A Ny 0 | 20

2STR : Short Tandem Repeat. (%% < )F*‘% : Mouse Genome Informatics http://www.informatics.jax.org/)
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