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- B KR STR markers®

e R En #4%2 b DSMI09  DIIMitS  DI3Mit78  DI4Mitl4  DISMi226  DISMit64  DIOMitl9  DXMit210
C.B17/Icr- Prkdc®/IcrIcoCriNarl % TR 2 S442 F 0/6¢ 0/6 0/6 0/6 0/6 0/6 0/6 0/6
NOD.Cg-Prkdc*®/JNarl 3 $03K %5 S448 F 0/8 0/8 0/8 0/8 0/8 0/8 0/8 0/8
NOD.Cg-Prkdcse [12rg*™Na/Narl (ASID) 3RE % G617 F 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6
NOD.Cg-Prkdcscd
[12rgemiNariB2memiNarl /N ar] 3RE % G617 F 0/4 0/4 0/4 0/4 0/4 0/4 0/4 0/4
(ASID-B2m)
BALB/cByJNarl % $R3K %5 S448 F 0/4 0/4 0/4 0/4 0/4 0/4 0/4 0/4
CAnN.Cg-Foxn1"/CrlNarl 3 $R3K %5 S442 F 0/9 0/9 0/9 0/9 0/9 0/9 0/9 0/9
C3H/HeNCrNarl 3 $R3K %5 S443 F 0/4 0/4 0/4 0/4 0/4 0/4 0/4 0/4
C57BL/6JNarl #3R%K 2w G615 F 0/12 0/12 0/12 0/12 0/12 0/12 0/12 0/12
C57BL/6-Apoe®™Nal/Nar] # 3% % G616 F 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6
CBA/CaJNarl 3 $R3K %5 S444 F 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6
FVB/NJNarl 3 $R3K %5 S443 F 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6
BKS.Cg-Dock7™ +/+ Lepr®®/JNarl 3 ¥R % G444 F 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6
BKS.Cg-Dock7™ +/+ Lepr®®/JNarl #RE % G617 F 0/4 0/4 0/4 0/4 0/4 0/4 0/4 0/4

*STR : Short Tandem Repeat
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o D8Mit309 DI11Mit5 DI13Mit78 D14Mit14 D15Mit226 D18Mit64 D19Mit19 DXMit210

BALB/cByJNarl 94 186 210 248 186 172 116 124
BALB/cJNarl 94 186 210 248 186 172 116 124
C3H/HeNCrNarl 120 186 226 248 186 172 116 124
C57BL/6JNarl 120 219 226 270 122 152 142 114
C57BL/6-Apoe®™Narl/Narl 120 219 226 270 122 152 142 114
CBA/CaJNarl 120 219 226 270 186 172 116 124
DBA/2JNarl 94 186 226 270 186 152 116 114
FVB/NJNarl 94 186 210 248 186 152 116 124
NOD/ShiLtJNarl 94 186 210 248 122 152 116 124
B6.V-Lep®/INarl 120 219 226 270 122 152 142 114
B6.BKS(D)-Leprd/INarl 120 219 226 270 122 152 142 114
BKS.Cg-Dock7™ +/+ Lepr®®/JNarl 120 186 226 270 122 152 142 114
CAnN.Cg-Foxn1"/CrINarl 94 186 210 248 186 172 116 124
C.B17/Icr- Prkdc*®¥/CrINarl 94 186 210 248 186 172 116 124
NOD.CB17-Prkdc®%/JNarl 94 186 210 248 122 152 116 124
NOD.Cg-Prkdcsc® [12rge™Nar/Narl (ASID) 94 186 210 248 122 152 116 124
NOD.Cg-Prkdcscid [12rgemNarB2memiNar/Nar] (ASID-B2m) 94 186 210 248 122 152 116 124
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